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David E. Misek Research Assistant Professor

eRA COMMONS USER NAME (credential, e.g., agency login)

EDUCATION/TRAINING (Begin with baccalaureate or other initial professional education, such as nursing, and include postdoctoral training.)
DEGREE

INSTITUTION AND LOCATION (it applicable) YEAR(S) FIELD OF STUDY
Colorado State University, Ft. Collins, CO B.S. 1979 Microbiology
State University of NY-Downstate Medical Ph.D. 1986 Pathology

Brooklyn, NY

A. Positions and Honors.

Positions and Employment

1986-1989 Research Fellow, Columbia Univ., Dept. of Genetics and Development.

1989-1990 Research Fellow, Rockefeller University, Dept. of Molecular Oncology

1990-1993 Research Fellow, Univ. of Michigan, Dept. of Physiology.

1994-1997  Assistant Research Scientist, University of Michigan, Dept. of Internal Medicine

1997-2006  Sr. Research Associate, University of Michigan, Dept. of Pediatrics.

2006-Present Research Assistant Professor, University of Michigan, Dept. of Surgery.

2007-Present Member, University of Michigan Comprehensive Cancer Center

2007-2009  Associate Member, Michigan Gastrointestinal Peptide Research Center.

2009-Present Member, Michigan Gastrointestinal Peptide Research Center.
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C. Research Support

Ongoing Research Support

1R21HL089193 Westfall (PI) 12/23/08-11/30/10 1.2 cal months
NIH $275,000 TDC
Protein Expression in Failing Human Hearts $125,000 TDC current (12/23/08-11/30/09)

The major goals of this project are to define altered protein expression, especially in signal transduction
pathways, in failing human hearts. | provide oversight of protein separation and mass spectrometric
technologies

Role: Co-Investigator.

W81XWH-09-1-0043 Misek (PI) 1/15/09-4/14/12 1.8 cal months

Department of Defense, Army $375,000 TDC

Analysis of Glycan Structural Modifications to Identify Improved Biomarkers for Breast Cancer Detection
$125,000 TDC current (1/15/09-1/14/10)

The major goals of this project are to define altered protein glycosylation in the ductal lavage fluid of the affected

breast of women with unilateral breast cancer. We will subsequently search for the proteins with altered glycan

structures in plasma from women with breast cancer as compared to normal controls.

1R01CA140211-01 Misek (PI) 7/1/09-6/30/14 .57 cal months
NIH/NCI $1,037,500 TDC
Distinctive Glycan Fingerprints of Pancreatic Cancer for Plasma Detection

$207,500 TDC current (7/1/09-5/30/10)
The major goals of this project are to identify early markers of pancreatic cancer by defining altered protein
glycosylation starting directly from tissue samples from patients with pancreatic cancer, chronic pancreatitis and
normal pancreata. We will identify these alterations on lectin microarrays, and the proteins by mass
spectrometry. We will subsequently search for the tissue-specific proteins that were identified to possess altered
glycan structures in plasma from patients with pancreatic cancer as compared to patients with chronic
pancreatitis and normal controls.
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